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SEQUENCE LISTING 

<110> h.iZAKI, IJORIYuKI 

Y AS OK ARA . YO S H I H I ?:0 
HASEGAWA, JUNZO 

<12 0> NOVEL CARBONYL REDUCTASE, GENE THEREFOR, AND METHOD OF USING THE SAME 

<130> 025835/0104 

<140> 10/088,920 
<141> 2002-06-03 

<150> PCT/JPOl/06619 
<151> 2001-08-01 

<150> JP 2000-232756 
<151> 2000-08-01 

<160> 11 

<210> 1 
<211> 277 
<212> PRT 

<:.!13> Micrococcus luteus 

< 4 0 0 > : 

Mot Arg A.rg Met Thr Leu Pro Ser Gly Glu Ser lie Pro Val Leu Gly 
15 10 15 

Gin Gly Thr Trp Gly Trp Gly Glu Asp Pro Gly Arg Arg Gly Asp Glu 

2 0 25 3 0 

Val Ala Ala Leu His Ala Gly Leu Glu Leu Gly Met Thr Leu Val Asp 
35 40 45 

Thr Ala Glu Met Tyr Ala Asp Gly Gly Ala Glu Glu Val Ala Gly Glu 
50 55 60 

A^a Leu Ala Gly Arg Arg Asp Glu Ala Phe Val Val Ser Lys Val Met 

b5 70 75 80 

Pre Ser His Ala Ser Arg Ser Gly Thr lie Ala Ala Cys Glu Arg Ser 
85 " 90 95 

Le.. L'-.'S Arg Le*.. Gly Thr Arp Arg He A.sp Leu Tyr Leu Leu His Trp 
IOC' 105 110 

115 120 12b 

Val Glu Asp Gly Lys He Arg Tyr Trp Gly Val Ser Asn Phe Asp His 

IjU 13b 14 0 

Arg Ala Leu Ala Glu Leu Gin .Asp Val Pro Gly Tin Sei Gly Leu Thi 
145 150 155 160 



Thr Asp Gin Val 



Leu Leu Pro Trp 

180 

Pro lie Glu Gin 
195 

Ala Ala Arg His 
210 

Leu Arg Arg Asp 

225 

His Val Arg Asp 



Asp Leu Asp Ala 
260 




Leu Tyr Asn Leu 
165 

Cys Ala Asp His 



Gly Arg lie Leu 
200 

Ser Val Ser Pro 
215 

Ser Leu Cys Thr 

230 

Asn Ala Thr Ala 
245 

Leu Asp Arg Ala 



2 

Ser Arg Arg Gly 
170 

Gin Leu Pro Val 
185 

Asp Asp Thr Thr 



Ala Ala Ala Ala 
220 

lie Pro Lys Ala 

235 

Leu Asp Val Glu 
250 

Phe Pro Pro Pro 
265 




Pro Glu Tyr Asp 
175 

Met Ala Tyr Ser 
190 

Leu Asn Asp Val 
205 

Leu Ala Trp Val 



Ser Ser Pro Gin 

240 

Leu Thr Arg Glu 
255 

Ser Gly Pro Arg 
270 



Pro Leu Glu Met Leu 

275 



<210^ 2 
< :: 1 1 > 14 10 
<212> DNA 

<213> Micrococcus luteus 



<220> 

<221> CDS 

<222> (108) . . (938) 



<400> 2 

ggtacccgcc gccctcctat aagccagcac cggtcgagga cgcgccggcc cttcgaggat 60 

ctcagcccac gtcccgcctc aggacaacca gaaggaagtg atcgcgg atg cga egg 116 

Met Arg Arg 

1 



atg acg ctg ccg agt ggg gag tec ate eet gtg ctg gge eag ggc ace 164 
Met Tlir Leu Pro Ser Gly Glu Ser Tie Pro Val Leu Gly Gin Gly Thr 
5 10 15 



gc:: L gc cot gag gac ccc ggc cgc cgc ggc gac gag gtr gcc gcg 
Trp Gly Trp Gly Glu Asp Pro Gly Arg Arg Gly Asp Glu Val Ala Ala 



212 



r-ho rar arc ggc etc qaq ctq qqc atg acg ctg gtc gac acc gcc gag 
Leu His Aia Gly Leu Gj.u Leu Giy Met ii.i Ltu V.i ^ A^^l. TL^ A^a Jlu 
40 45 50 



atg tac gcc gac ggc ggt gcg gag gag gtg get ggt gaa gca ttg gcg 
Met Tyr Ala Asp Gly Gly Ala Glu Glu Val Ala Gly Glu Ala Leu Aid 
55 60 65 



308 



ggt cgc cgc gac gag gcg ttc gtg gtc age aag gtc atg ccg tec cac 356 

Gly Arg Arg Asp Glu Ala Phe Val Val Ser Lys Val Met Pro Ser His 

7 0 7 5 8 0 

gcc tec cgt tec gge aeg ate gcg gee tge gaa cgc age etg aaa cgc 404 

Ala Ser Arg Ser Gly Thr lie Ala Ala Cys Glu Arg Ser Leu Lys Arg 
85 90 95 

etg gge aec gat egg ate gac etc tae etg etg cac tgg eag gge agg 452 

Leu Gly Thr Asp Arg He Asp Leu Tyr Leu Leu His Trp Gin Gly Arg 
100 105 110 115 

tac ccg etg cag gac acc gtc gcg gcc ttc cac cag etc gtc gag gac 500 

Tyr Pro Leu Gin Asp Thr Val Ala Ala Phe His Gin Leu Val Glu Asp 

120 125 130 

ggg aaa ate ega tae tgg gge gtc age aae ttc gac eae egg gee etc 548 

Gly Lys He Arg Tyr Trp Gly Val Ser Asn Phe Asp His Arg Ala Leu 

135 140 145 

gcc gag etg cag gac gtg ccg gge ace age ggg etg ace aeg gat cag 596 

Ala Glu Leu Gin Asp Val Pro Gly Thr Ser Gly Leu Thr Thr Asp Gin 
150 155 160 

gtg etg tac aae etg teg egg ega gga ccg gag tae gac etg etg ccg 644 

Val Leu Tyr Asn Leu Ser Arg Arg Gly Pro Glu Tyr Asp Leu Leu Pro 

165 iVO 175 

tgg tge gcc gac cac cag etg ccg gtc atg geg tae teg ccg ate gag 692 

Trp Cys Ala Asp His Gin Leu Pro Val Met Ala Tyr Ser Pro He Glu 
180 185 190 195 

cag gge cgc ate ctt gac gac aeg aeg etg aae gac gtc gcg gcc cgt 740 

Gin Gly Arg He Leu Asp Asp Thr Thr Leu Asn Asp Val Ala Ala Arg 

200 205 210 

cac age gtc age ccc gcg gcg geg gee ett gee tgg gtg etg cgc cgc 788 

His Ser Val Ser Pro Ala Ala Ala Ala Leu Ala Trp Val Leu Arg Arg 

215 220 225 

gac teg etc tge aeg ate ccc aag gcg age age ccg cag cac gtg cgc 836 

Asp Ser Leu Cys Thr He Pro Lys Ala Ser Ser Pro Gin His Val Arg 
230 235 240 

gac aae gee aca gca etg gac gtg gag etg aec cgc gaa gac etg gat 884 

A.sp Asn Ala Thi Ala Leu Asp Val Glu Leu Thr Arg Glu Asp Leu Asp 
245 250 255 

get ctq qac cgL gcg zll ccj ^ l ^. ..eg aj^: ccc .,ca sz r jn- 

Ala T <=»n Asp Arg Ala Phe Pro Pro Pro Ser Gly Pro Arg Pro Leu Glu 

260 ^bb ^ 

atg etg tgaceetgcc ceagggegea gcceggtegg tccgggcggt ccgggcagLc r^b-j 
Met Leu 

cgggcagcgc tceggteage gcaagtetee gaaggaeetg ectgtcaeet cetcctgaac 1048 



etgtgeacge eatccatega ctectttect egagceetgt egggttcgcg gtaggcgetg 1108 



4 



atcatccgct ggcaggtccc ccaagtggcc tcgagccggg ccctctgctt gtcggtgagc 1168 
aacccggttc cggcgtgcag ggttcgacgg gcggagtaga gcgggtcgcc cgtgcggccg 1228 
cggtggccat gcaggtcctg ctggacccgg cggtggcagc ggaccaacgc gtcgccggct 1288 
aaccggactg cgagcgaccg gcgttgtgga cgcagacgac ctggacactg ggccgtgcgg 134 8 
tcaggaggat ctccaaagtc ggcggcgggg gttcaggcga tgtcgaggaa ggaacggagc 14 08 
tc 1410 



<?10> 3 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 

<22a> 

<221> modif ied_base 
<222> (6) 

c223^a, t, c, g, other or unknown 
<220> 

<22l> modif ied_base 
<222> (9) 

<223> a, t, c, g, other or unknown 

<400> 3 

gayacngcng aratgtaygc 2 0 



<210> 4 
<211> 20 
<212> DNA 

<Lxo> Artificial Sequence 

<220> 

<12: > I^escripticn of Artificii^l Sequence: Primer 
<220> 

< 2 2 2 > ■ b ) 

<:'.'''> a r r. u. other or unknown 

< i l: l> iiiodi t ied_Dase 
<:22> =6) 

<223>a, t, c, g, other or unknown 

< 4 0 0 > 4 

tcytcnacna gytgrtgraa 20 




5 

<210> 5 
<211> 26 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 5 

gcgcatatgc gacggatgac gctgcc 



<210> 6 
<jll> 32 
<::12> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 6 

ggcgaattct tacagcattt ccagtggtcg eg 



<210^ 7 
< J 1 > 4 6 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 

<400> 7 

gcgaattcta aggagattta tatatgcgac ggatgacgct gccgag 



<210> 8 
<211> 29 
<212> DNA 

<213> Artificial Sequence 

< 2 2 0 > 

<..13> Description cf Artificial Sequence: Primer 

< 4 Ci C) > 8 

c.-gc age* tacagrattt c-jaa'.ag'z c 



«=' !^ 1 1' > 9 

Art-ifirial Sequence 



<220> 
<223> 



Description of Artificial Sequence: Synthetic 
double -stranded DNA 



4 



<400> 9 

gaattctaag gagatttaca tatgcgtcgt atgactttac catctggtga atctattcca 60 

gttttaggtc aaggtacLty yyyttggggt gaagatccag gtcgtcgtgg tgatga^gtt- 120 

gctgctttac atgctggtct cgag 144 



<210> 10 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 

< 4 0 0 > 10 

caggagctct aaggaggtta acaatgtata aag 33 



<210> 11 
<211> 28 
<212> DNA 

<2i3> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Pi-imer 



< 4 U 0 > 11 

cacggatcct tatccgcgtc ctgcttgg 



28 



